GenBank ® accession numbers are NP_001027467.2 for H. sapiens 431 residue MST3 [note that this is shown as shown as MST3b on the NCBI database (http://www.ncbi.nlm.nih.gov/protein/)], NP_003567.2 for H. sapiens 443 residue MST3b (shown as MST3a on the NCBI database) and NP_663440.1 (431 residues) for mouse. The rat sequence was derived from our cDNA sequence, EU371958.1, but now also see NP_001120966.1 (431 residue MST3), deposited on 14-09-2011. ClustalW2 (http://www.ebi.ac.uk/Tools/msa/clustalw2/) was used to align the sequences. As implied, the attributions in the NCBI database are confused. The earliest reference associated with the 443 residue NP_003567.2 entry [1] in fact refers to the 431 residue protein, whereas the earliest references associated with the NP_001120966.1 entry refer to both the 431 residue [1] and the 443 residue [2] proteins.
